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Application of Molecular Evolution in Court :

Source Identification in A Large Hepatitis C Virus Outbreak

= [J ﬂ1 2
LeUtaag ANAT "

Boonruang Khamsri
UNARED

nsAnEANNANTLTER I ussAuanaa s U ssandldlunanasing
K NNIANEIANUANUAIIBIRINTIN NITAAITMUINITIINIL LAZNIFRLAILNN
srunpangnseAuliana sy unAnuBiAlliauendnn19189n1sAN A NANRLS
2 o = o v oa o - o aaa v o o =
dadmunisiaanisfsauiiauasutionalelnfres@eildin lafasudniay @ nsmeam

A o o o o aa | @ = =

wiasnnzeslafafuaniay @ ANN19ITLIAREN999AIEY Dl ieLaWEe UszmAaiu uas
v o 2 o o :.// a A;'II a L 1 dl
damasnsvminlunisdszgndldidmuinisszauiuanalutumagAassuinegaihuasian
weadanalsateaztinlignisanmaacuidanig

o o w c

AANATY : ATmuNIszAulana, Iaiasudniay @, nnsunsimalulsanenunag, n1sngal

o

o =

NANFIU, NTTALTEAIMNLALINNE

49

T danamansiansd dszannipienqadaineuazls@annen AnEanenmaninsunne umaneausaas

2 fnpmananansd annddaiveanududanidanisiumatulag@aninnianisunme sunangndeueeas



98 UM 6 aUUN 2 wnAdMaU 2556 SaNSURAENS UNINENAgUISFIOS

Abstract

Molecular phylogenetic analyses are used in various applications, such as studying
the diversity of organisms, co—evolution, investigation of molecular epidemiology, etc.
This review presents principle of molecular phylogenetic analysis by comparison of
nucleotide sequences, hepatitis C virus, source identification in a large hepatitis C virus
outbreak at Valencia, Spain, and consideration in application of molecular evolution in

court for investigation of pathogen source that would lead to liability compensation.

Keywords : molecular evolution, hepatitis C virus, nosocomial transmission, forensics,

liability compensation
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